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###### Distribution of disease causing mutations in *SERPING1* identified in the Norwegian families with hereditary angioedema with C1 inhibitor deficiency.
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Click here for additional data file.
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a\) *SERPING1* mRNA exon 3 to 8. Location of primers used for RT-PCR, are indicated with arrows. The splice site variant (c.889+3A\>T) and the polymorphism in exon 8 (c.1438G\>A) are shown. b) RT-PCR with primers in exon 3 and 6 (black arrows). The electropherogram shows a mix of two transcripts, one normal and one that lacks exon 5. c) Specific amplification of normal transcript using primers in exon 5 and 8 (grey arrows). The electropherogram of the reverse sequence shows that the majority of the normal transcripts have a G (reverse sequence C) in position 1438, thus indicating monoallelic expression of normal transcript.
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